Session Program

Aug 25-26, 2025

UH
M DGMS AW, Universitat Hamburg

Deutsche Gesellschaft fir Massenspektrometrie  DER FORSCHUNG | DER LEHRE | DER BILDUNG

FTMS Fachgruppentagung 2025
Tuesday

Universitat Hambung, Hoérsaal G
Philosophenturm Von-Melle-Park 6 20146 Hamburg




9:00 AM

10:20 AM

11:00 AM

12:20PM

Tue, August 26

Tue, August 26

Tuesday: Tu-I

Session | Location: Universitat Hambung, Horsaal G, Philosophenturm Von-Melle-Park 6 20146 Hamburg

09:00-09:40 Top-Down Proteomics with FTMS: 1993-2025

Speaker
Neil Kelleher

09:40-10:00

Advances in Laser- and Lamp-based Photoionization High Resolution Mass
Spectrometry

Speaker
Mr Fabian Etscheidt

10:00-10:20  Innovations in MRMS - from feasibility to ease-of-use

Speaker
Jochen Friedrich

Tuesday: Tu-Il

Session | Location: Universitat Hambung, Horsaal G, Philosophenturm Von-Melle-Park 6 20146 Hamburg

11:00-11:40

How we can gain structural information about individual compounds in complex

energy mixtures: Theoretical calculations support high resolution data and lead
to surprising results

Speaker
Wolfgang Schrader

11:40-12:00

Compositional and Structural Analysis of Scrubber Discharge Water from a Ship

Engine Using Liquid Chromatography and Fourier-Transform lon Cyclotron
Resonance Mass Spectrometry

Speaker
Helly Johanna Hansen

12:00-12:20 Protein glycosylation probed by native MS

Speaker
Janine-Denise Kopicki
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